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TYPES OF POLYMERASE CHAIN REACTION

 Multiplex PCR
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Pathogen Identification
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Mutation Analysis
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Fig. 2. Results of a multiplex PCR in a patient with Duchenne Muscular Dystrophy.
Dystrophy gene has ditfferent mutations in exons; this is the cause ot disease. In lane 7 is
shown the absence ot a band corresponding to exon 48 (506 bp) of the dystrophy gene
(Hernandez-Rodriguez et al., 2000; Hernandez-Rodriguez & Restrepo, 2002).
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A — 8 repeats

Foraard primer
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Reverse primer

B — 7 repeats

Forward primer

GCTCCAGGCTTAGACTTC TTCTTCTTCTTCTTCTTCGCACTTTAACGATACGS. .« .
CEASGTCCGAAT CTGAAGAAGARAGAAGARGAAGARGCSTHGAARATTGCTAT GO C . L L
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Crime Scene sample
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Forensics DNA Testing

Target Sequence
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DMA profile is exiracted from the semen and targeted sequences are
amplied using PCR or STR. This DNA will be used to compare to any
suspects in the case to see if the profiles are a match.
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The results indicate that Subject #2 is an
eéxact match to the DNA present at the
crima Scene.
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16.17 DNA Fingerprinting The number of VNTRs inherited by an

individual can be used to make a DNA fingerprint.
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DNA fingerprinting can be used to identify a child’s parents.
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a family consists of a mom and dad, two daughters and two sons. The
parents have one daughter and one son together, one daughter is from
the mother’s previous marriage, and one son is adopted



‘Reverse Transcriptase PCR RT-PCR ‘
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Reverse Transcriptase

PCR RT-PCR

MRNA

Reverse Transcriptase
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Denature; anneal forward primer
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cDNA double-strand

DNA Polymerase

Matrix for Tag polymerase

PCR with same 2 primers



